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What does the term ‘sequencing’ mean? 
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Why is sequencing important? 

OP9.)&'4#3! &L! $1.! 9QB! $16$! )&#5*$($.5! $1.! 1(?6#! 45! 6!
L(#'6?.#$62! )&#$%4,(*&#! $&R6%'! (#'.%5$6#'4#3! 1(?6#!
":*,$-*%>! $1.! )6(56*&#! &L! .'!"0!">! 6#'! $1.! 4#$.%H26S!
,.$R..#! $1.! .#/4%&#?.#$! 6#'! 1.%.'4$S! 4#! '.T#4#3! $1.!
1(?6#!)&#'4*&#PU!

Venter, J. Craig, et al. "The sequence of the human genome.“ Science 291.5507 (2001): 1304-1351 

1%23*.$&-*%) +,-.)*/.! 0.$1&'&2&34.5MK&&25! I&#)2(54&#5!

V!



The sequencing time line 
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The Next Generation Sequencing 
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NGS data: A twofold problem 
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How to deal with NGS data? 
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Bioinformatics revolutionised genomics 
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My contribution in this field 
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Which variations have I investigated? 
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How did I investigate these variations? 
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Which features do these tools have in 
common? 
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The B cells  
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How do B cells work? 
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V(D)J Recombination accounts for BCR 
diversity 
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Why is B cell clone identification 
important? 
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VDJSeq-Solver 
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To summarise 
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miRNAs are 19-23 long, non 
coding,  

single strand RNAs 

The miRNAs 
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How do miRNAs work? 
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